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Rickettsia felis infection in a common household insect pest, Liposcelis bostrychophila (Psocoptera: Liposcelidae Five months after treatment initiation, the patient experienced severe abdominal pain, diarrhea, and continued weight loss. Lymph node biopsy was repeated; results showed intramacrophagic coccobacilli tinted with Ziehl-Neelsen, Gram, and periodic acid-Schiff (PAS) stains. Two diagnoses were considered: malakoplakia and Whipple disease (WD). Screening results from quantitative real-time PCR (qPCR) for Tropheryma whipplei were negative for blood, saliva, stools, urine, and lymph nodes.
Although no characteristic Michaelis-Gutmann bodies were seen, the staining characteristics of the intracellular coccobacilli were compatible with Rhodococcus equi, a pathogen associated with malakoplakia. Combined treatment with ertapenem, teicoplanin, and amikacin was implemented but failed to induce clinical improvement. Culture of the biopsy specimen failed to grow R. equi or mycobacteria, and the result of 16S rRNA PCR was negative. To investigate the cause of the diarrhea, the patient underwent endoscopy, which showed a thickened duodenal wall. A duodenal biopsy specimen displayed a massive histiocytic infi ltrate, with positive PAS and Gram staining but negative ZiehlNeelsen staining. Cultures remained negative for mycobacteria.
Acting on the hypothesis of WD, we administered doxycycline and hydroxychloroquine for 4 weeks, then discontinued for ineffectiveness. Four weeks after cessation of antimicrobial drug treatment, a third lymph node biopsy was performed, in which the T. whipplei PCR result was positive. Antibacterial drug treatment for WD was resumed, but the patient's condition worsened.
Simultaneously, extracted DNA and fresh tissue of all biopsy specimens were sent to the Unité de Recherche sur les Maladies Infectieuses et Tropicales Emergentes, (Marseille, France), a reference laboratory for WD. Immunohistochemical analysis, DNA extraction, and T. whipplei qPCR were performed as described (1, 2) . Biopsy specimens were subjected to a systematic molecular approach, which included 16S rRNA PCR and several specifi c PCRs (3) ( Table) .
Histopathologic results of the duodenal biopsy revealed PAS-positive and diastase-resistant macrophages (online Appendix Figure, the severity of the gastrointestinal symptoms (4). Moreover, it can mimic the endoscopic and histopathological features of WD (8) .
In this case, the positive PASstaining, the weak positivity of immunochemical staining for T. whipplei, and the false-positive results for 1 PCR temporarily delayed diagnosis. False-positive PCR results have been mainly reported when molecular diagnosis for T. whipplei was based on 16S rRNA PCR (9) . Thus, positivity of a fi rst PCR should be confi rmed by using a second PCR with another target (10) .
Bacteria responsible for lymph node enlargement are rarely isolated by culture. Molecular methods performed on lymph node biopsy specimens are useful diagnostic tools, but the common single molecular approach using 16S rRNA PCR lacks sensitivity, which delayed diagnosis for this patient (3). To address this issue, simultaneously to performing 16S rRNA PCR, we followed a strategy of systematic qPCR for lymph node specimens that targeted Bartonella spp., F. tularensis, T. whipplei, and Mycobacterium spp. (3). This report confi rms the power of this systematic molecular approach, which enabled us to identify a rare bacterial agent scarcely reported for transplant patients.
Murine Typhus in Drug Detoxifi cation
Facility, Yunnan Province, China, 2010
To the Editor: An outbreak of murine typhus caused by Rickettsia typhi was confi rmed among persons attending a 51-acre drug detoxifi cation program 2.5 km from Ruili City in Yunnan Province, People's Republic of China. Ruili City, with an average altitude of 1,381 km, is located in southwestern China near the Myanmar border (Figure) . At the time of the outbreak, the detoxifi cation program had 1,264 inpatients and 96 staff members. The facility is divided into sections A (women), B, C, and D. Residents of each section are housed in a 4-story building; each fl oor contains 9 rooms (2 m 2 per person). During September 4-21, 2010, a total of 76 of the 430 residents of section B were reported with fever of unknown
